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Microbiological Characterization of Strain Idiomarina

sp. 406—6 Isolated from Deep—sea

CHEN Guozhong., PAN Yunjun, WANG Wenze, LIN Huiyuan, ZHANG Yanjiao
(Shandong Province Key Laboratory of Applied Mycology, Qingdao Agricultural University, Qingdao 266109, China)
Abstract: A bacterium, designated 406 —6, was isolated from sediment of the Indian Ocean at a water depth of
4517 m. Based on the results of the morphological and physiological — biochemical characterization of strain 406 —
6, it is Gram— negative, straight or slightly curved rods. Colonies are white and circular. Strain 406 —6 did not
grow without NaCl, but could slightly grow at 62°C. Strain 406 —6 could utilize small molecules of glycine as sole
carbon sources for growth, but not L—arabinose, D— xylose, D—glucose, D— galactose, D—mannose, sucrose,
D—mannitol, D—trehalose and D—cellobiose. Hydrolyses casein, gelatin, skimmed milk, Tween 40 and Tween
60, but not starch, Tween 20 and Tween 80. Comparative analysis of the 16S rRNA gene sequence showed that
strain 406 —6 had the highest 16S rRNA gene sequence similarity to the type strain of Idiomarina fontislapidosi
F237(98 0%), and less than 94 0% sequence similarity to type strains of other known genus. In the neighbor—
joining tree, strain 406—6 and the type strains of Idiomarina formed a coherent branch. Based on the results of
the microbiological characterization of strain 406 —6, it represents a potentially novel species of the genus Idiomar-
ina. This study enriches the species diversity of the genus Idiomarina, and lays the foundation for the development
and utilization of microbial resources.
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